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Figure S1. Conserved motifs and gene structure of DoIMADSs.
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Figure S2. Conserved domains of DoIMADSs.
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Figure S3. Prediction of cis-regulatory elements in the promoter regions of
DolMADS gene family
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Figure S4. Multiple sequence alignment of DolWRKY's
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Figure S6. Conserved domains of DolWRKYs.
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Figure S10. Prediction of cis-regulatory elements in the promoter regions of DoINAC

gene family.
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